Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.041; wR factor = 0.118; data-to-parameter ratio = 27.7.
In the title compound, C 22 H 25 N 3 O 4 , the dihydropyridine ring adopts a flattened boat conformation. The pyrazole ring makes a dihedral angle of 29.04 (5) with the benzene ring. The molecular structure is stabilized by an intramolecular C-HÁ Á ÁO hydrogen bond which generates an S(9) ring motif. In the crystal, molecules are linked via N-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds into a two-dimensional network parallel to the ab plane. The crystal structure is further consolidated by weak C-HÁ Á Á interactions.
Related literature
For details and applications of dihydropyridine, see : Stout & Meyers (1982) ; Bö cker & Guengerich (1986) ; Vo et al. (1995) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For ring conformation, see : Cremer & Pople (1975) . For a related structure, see: Fun et al. (2011) . For bond-length data, see: Allen et al. (1987) . For the stability of the temperature controller used for data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the N1/N2/C7-C9 and C1-C6 rings. 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Stout & Meyers, 1982) scaffold is a heterocyclic unit with remarkable pharmacological efficiency. They are widely used clinically as calcium channel blockers for the treatment of cardiovascular diseases. For example, nifedipine and nitrendipine are used for the treatment of hypertension and angina pectorism with nisoldipine being a potent vasodilator and nimodipine exhibiting selectivity for cerebral vasculature (Böcker & Guengerich, 1986) . A number of DHP derivatives are employed as potential drug candidates for the treatment of congestive heart failure (Vo et al., 1995) . Prompted by the diverse activities of 1,4-dihydropyridines, we have synthesized the title compound to study its crystal structure.
In the title compound ( Fig. 1) , the dihydropyridine (N3/C10-C14) ring adopts a flattened boat conformation with puckering parameters (Cremer & Pople, 1975 (Table 1) which generates an S(9) ring motif (Bernstein et al., 1995) . The bond lengths (Allen et al., 1987) and angles are within normal ranges are comparable to the related structure (Fun et al., 2011) .
In the crystal structure (Fig. 2) , the molecules are linked via intermolecular N3-H1···O3, N1-H2···O1, C3-H3A···N2 and C21-H21C···N2 hydrogen bonds (Table 1) into two-dimensional networks parallel to the ab plane. The crystal structure is further consolidated by weak C-H···π interactions, involving the centroids of the pyrazole ring (N1/N2/C7-C9 Cg1; Table 1 ) and benzene ring (C1-C6 Cg2; Table 1 ).
3-Phenyl-1H-pyrazole-4-carbaldehyde (0.172 g, 1.0 mmol), ethylacetoacetate (0.26 g, 2.0 mmol) and ammonium acetate (0.092 g, 1.2 mmol) in ethanol (7 ml) were refluxed for 5 h. After the completion of the reaction, the reaction mixture was concentrated and poured into crushed ice. The precipitated product was filtered and washed with water. The resulting solid was recrystallized from ethanol: water mixture. Yield: 0.285 g, 72.15%. M.p.: 476-478 K.
Refinement
Atoms H1 and H2 were located in a difference map and were fixed at their found positions with U iso (H) = 1.2 U eq (N) (N -H = 0.8870 and 0.9024 Å). The remaining H atoms were positioned geometrically and refined using a riding model, with U iso (H) = 1.2 or 1.5U eq (C) (C-H = 0.93-0.98 Å). A rotating group model was applied to the methyl groups. In the final refinement, the outliners (1 3 3), (-2 3 0) and (-2 3 10) were omitted. 
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009);  program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atom-numbering scheme. Intramolecular hydrogen bond was shown as dash line.
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